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Supplementary Table 

Table   Primers of FoxO1 used in qRT-PCR assay 

Primers Forward Reverse 

Primer-1 5’-GCAGATCTACGAGTGGATGGTC-3’ 5’-AAACTGTGATCCAGGGCTGTC-3‘ 

Primer-2 5’-CCACACCTCGGGTATGAACC-3’ 5’-GAGAAGGCCCATTCTGCCAT-3’ 

Primer-3 5’-GTATGAACCGCCTGACCCAA-3’ 5’-CACTTGGGAGCTTCTCCTGG-3’ 

Note: Primer-1 was described previously [Reference: Chia-Chen Kuo, Shih-Chang Lin. Altered 

FOXO1 Transcript Levels in Peripheral Blood Mononuclear Cells of Systemic Lupus 

Erythematosus and Rheumatoid Arthritis Patients. Mol Med. 2007; 13 (11-12): 561-566]. Primer-2 

and 3 were designed by software Primer5. 
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Figure: FoxO1 mRNA expression was not regulated by miR-9. A549 cells were 

transfected with synthetic miR-9 mimic (left), miR-9 inhibitor (right), or their relative 

control for 48h. The total RNAs were prepared and subjected to qRT-PCR assay. 

GAPDH expression was used as normalization control. The Columns, means of three 

replicate determinations; bars, SD.  

  


